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Abstract:  
Due to touch spread, the latest coronavirus outbreak (COVID-19) was spreading daily among people and 

was brought on by the virus called SARS-CoV-2. Managing epidemics requires the identification of 

infectious disorders like COVID-19 and the prevention of their spread. Finding or investigating other 

transferable people was a key step in determining and tracking their past relationships, which will help in 

the cautious dissociation of any individuals who may have been contaminated and enable spread. Smart 

devices, like smartwatches and smartphones, can be used to track down these prior interactions. By the use 

of digital watches and mobile device monitoring techniques, and developed a COVID-19 epidemic 

simulation to assess the quantity of people isolated and the efficacy of the action that needs to be taken. 

Our research paper's findings demonstrate that, to be precise and successful in combating the COVID-19 

pandemic, tracking contact methods need to be used quickly, a significant portion of the general public has 

to utilize smart devices, and the gadgets used for connection monitoring need to be efficient. Because of all 

these strict requirements, contact tracking via smart devices was not very effective in containing the illness 

throughout the COVID-19 pandemic. But during this stage, intelligent machine-based tracking of 

connections might prove to be very helpful in identifying another stage in which a subset of the population 

will be more immune. 

Keywords: SARS-COVID-2, COVID-19, Pandemic, Symptoms, Innovative Technological Solutions, 
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Introduction:   
The virus that causes SARS-CoV-2 was the cause of the so-called Corona Virus Epidemic (COVID-19), 

which was spreading daily from person to person due to communication. Medical professionals must 

manage and interrupt the links of transmission between humans in order to block and limit the propagation 

of COVID-19 and ensure that the entire amount of present-day cases created by each approved case was 

maintained under strong reproducing number < 1 [1]. Identification of cases, isolation, encyclopedia 

approach, monitoring and treatment, isolation, confinement, and contact tracking are all delicate but 

essential components of managing a pandemic and halting its spread [2]. 

The term " Interaction Monitoring" refers to a recently developed approach [3]. Identifying and identifying 

affected individuals, preventing further transmission, and predicting are all part of contact monitoring. 

Contact monitoring was a vital community health strategy for averting infectious illnesses from spreading 

since it was the sole intervention that, when carefully implemented, may disrupt the COVID-19's networks 

of infection. When it comes to get in touch detection for COVID-19 and identifying potential uncovered 

hosts, innovative technology was quite beneficial [4].  Contact monitoring in COVID-19 was executed in a 

number of ways that are critical to its success, including: a pool of workers of skilled or trained link 

indicators; work masters and technicians promote identifying contacts groups; true technique; a framework 

to adjust and set up; actual time analysis of data; specific settings of COVID-19, traditions, and publicly; 

and usual promote [5]. Multi-hop mesh internet technology was crucial for traceability of contacts 

advanced technology as it facilitates connection and tracking of affected and linked persons. In order to 

trace contacts effectively and efficiently, mesh computing was essential [6].  All nations has to be ready to 

test serious and suspicious events at the right time with a sufficient level of accuracy for contact tracking to 

have a meaningful influence on COVID-19. When this  can’t be possible, traceability activities that 

involve tests and examination may not focus on high-risk environments where individuals are disclosed,  
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such as healthcare facilities, locked dorms, and homes under isolation [7] [8]. This guidance also 

highlights the impact of isolation links on decreasing the potential for secondary infection, since 

individuals may transfer COVID-19 when asymptomatic or with initial symptoms [9]. 
                                

LITERATURE REVIEW:  

The primary COVID-19 outbreak disease teams were identified by X. Wang et al. They also assessed the 

role of different communication channels and examined the requirements for contact monitoring and 

quarantine needed to contain the global epidemic. Despite this, the SARS-CoV-2 virus was evolving daily 

to become a well-organized contact locus. If this process occurred at size, were quicker, and more 

efficient, COVID-19 might be halted. If sufficient users use an individual monitoring program, which 

properly maintains a database of links and interactions and promptly notifies connects regarding positive 

COVID-19 instances, pandemic leading and management may be resolved [10].  

 

Michael Katina and team The study looks at how Google as well as Apple fit into the suggested smartly 

phone-centric tracking contact efficacy in the wake of the new COVID-19. As of right now, the authorities 

of both Singapore and Australia have completed projects with names like COVID-19 Safe and Tracing 

Collectively, accordingly. Singapore's Ministry of Government Technology developed trace jointly. For 

identification of contacts, the software uses a protocol called the Blue Locate Method. By employing the 

Blue Locate method with their Clear Trace coding, the Singaporean government became the very first 

nation in worldwide history to introduce a nationwide Wireless contact tracking program [11].  

 

The article by Juan-Carlos Cano et al. discussed the potential of cellphone identification software to slow 

the transmission of COVID-19. Their main objective was to assess the potential impact of mobile device 

contact tracking on the COVID-19 pandemic. He examined the effects of tracking connections and the 

confinement ratio, introducing a random framework that transforms into a predictable structure. He 

evaluated a number of feasible possibilities for contact tracking using electronic gadgets based on 

unpredictable and regular structure. While the predictable and stochastic structures are applicable to 

COVID-19 in general, he has specifically examined the subject [12].  

 

The study COVID-19 Interaction Tracing Application Installations: Results from both Singapore and 

Australia was cited by Roba Abbas et al. Advanced technologies founded on smart cellphone information 

have been established as a way to minimize greater economic loss, lessen the danger presented to 

individuals, and solve social and professional obstacles as the COVID-19 pandemic has expanded over the 

globe. If the government and the medical department are able to track out people's actions even at the 

greatest hazy phases, they will be able to respond quickly by placing verified cases and related contacts 

under arrest. This makes it simple from a statistical standpoint to lower the COVID-19 pandemic level 

[13]. 

 

The effectiveness of contact monitoring for the management of the 2019 novel COVID-19 was explained 

in [2] In  the early stages of an epidemic, when primary therapies are few, monitoring linkages was a 

fundamental health protection measure for infectious disease epidemics. The danger of unnoticed COVID-

19 cases increasing may give rwase to a reduction in regulates for close-contact solutions. According to 

their measurements, any treatment requiring intimate contact for over four hours was likely to result in  
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patients with infection and rapid propagation [14]. 

 

COVID-19 GET IN TOUCH MONITORING MODEL:  

In order to recover financial markets without negatively impacting COVID-19 patients or healthcare 

providers, contact monitoring was an essential component of the COVID-19 pandemic [15–16]. By 

reducing the total quantity of links and transfers from both critically ill individuals and those they interact 

with who are not ill, as well as its influence on the general public, the approach of tracking interactions 

with serious instances and isolation all affected people helps to contain the spread of COVID-19 [17–19].  

The simulation's success rate establishes the epidemic's long-term shift. Tracking connections and isolation 

individuals may successfully manage the COVID-19 epidemic if the success rates are high enough  

[20][21]. 

 

Day 1: Under a specific limit, contact monitoring technique employs Bluetooth. Consider this was for in 

excess of 15 minutes, stay nearer than two meters [22,23].  

 

COVID-19'S contact monitoring role:   

In order to assist States, tribe, Locality, and Territory governments with COVID-19 identification, the 

Agency for the Control of Diseases was providing data, support, and electronic resources via this 

component [29]. The COVID-19 epidemic was aided by contact monitoring [24]. To stop the COVID-19 

epidemic from spreading, communities must track down members of corporate departments and staff. In 

order to help States, tribe, Locality, and Territory. The ultimate goal was for States, tribe, Locality, and 

Territory organizations to develop strong, resilient structures for community wellness that use forward-

thinking smart contact tracking technologies [27]. [28]. Through this  technology, we are able to track 

down affected people and their contacts, which was highly beneficial in controlling the COVID-19 

outbreak. [31]. ). Medical departments refresh new, efficient functions for monitoring connections 

applications for their links (not infection), contact monitoring plays a crucial role in managing COVID-19 

epidemics as both a communal medical department and the most significant vital to STLT well-being 

agency [25] [26].  Additionally, the Centers for Disease Control, or CDC, set up direct COVID-19 

assistance for States, tribe, Locality, and Territory health care agencies. Currently, over 300 CDC offices 

are located in permanent locations across the nation [30].                                                                                                      

 

Contact tracing's future perspective: 
Tracking technological potential was too promising for global epidemics [32], Artificial intelligence-

powered monitoring of contacts, Additional improvements to the COVID-19 traceability of contacts 

technique, Correctness, effectiveness, socializing, and fresh approaches will be developed in contact 

monitoring [33] advancements in the future, Using the fresh [34] topologies for monitoring contact 

records based on location (business, university, school, and mass area), The development of smart gadgets 

for contact tracking, Contact monitoring via excessively complicated and numerous records (infected 

persons and their links) as well as utilizing big numbers to methodically obtain data regarding people who 

are ill [35], The creation of new applications for tracking down specific connections.  
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Conclusion: 
The COVID-19 outbreak was a very hazardous virus that transmits from person to person. In this review 

study, we identified the function of contact monitoring in COVID-19, its influence on controlling and 

halting the transmission of the virus, and the surroundings of communication automated technology in 

COVID-19. We have developed a COVID-19 pandemic concept to assess the quantity of individuals 

placed under confinement and the efficacy of the actions implemented, including the use of electronic 

wristbands and cellphone contact monitoring techniques. We assessed the operation of the traceability of 

contacts approach based on the contact monitoring concept. For infectious disorders, the interaction 

mapping methodology works very well [36] [37]. The findings of this study on monitoring contact 

technologies in the setting of COVID-19 demonstrate that the intelligent gadgets used for tracking contacts 

have a significant influence on the financial and social burdens associated with individuals placed under 

isolation [38]. Automated methods, including Bluetooth, the Global Positioning System and wireless 

connectivity, allow for more discretion when it involves placing individuals under quarantine. Successful 

findings from the interaction mapping approach also demonstrate that mesh-hop networking equipment 

was highly beneficial in tracking connections, and that tracking contacts on a mobile device need mapping 

the link. Finally, "WE CAN WE WILL" was how people combat this infection with clever innovation.  

 

References:  
1. Heymann DL (2020) Data sharing and outbreaks: best practice exemplified. Lancet 395:469–

470. https://doi.org/10.1016/S0140-6736(20)30184-7 

 

2. Ye M, Ren Y, Lv T (2020) Encephalitis as a clinical manifestation of COVID-19. Brain Behav 

Immun 88:945–946. https://doi.org/10.1016/j.bbi.2020.04.017 

 

3. Filatov A, Sharma P, Hindi F, Espinosa PS (2020) Neurological complications of coronavirus 

disease (COVID-19): encephalopathy. Cureus 12: https://doi.org/10.7759/cureus.7352 

 

4. Bikdeli B, Madhavan MV, Jimenez D et al (2020) COVID-19 and thrombotic or thromboembolic 

disease: implications for prevention, antithrombotic therapy, and follow-up. J Am Coll Cardiol 

75:2950–2973. https://doi.org/10.1016/j.jacc.2020.04.031 

 

5. Nickbakhsh S, Ho A, Marques DFP et al (2020) Epidemiology of seasonal coronaviruses: 

establishing the context for the emergence of coronavirus disease 2019. J Infect Dis 222:17–

25. https://doi.org/10.1093/infdis/jiaa185 

 

6. Liu X, Wang X-J (2020) Potential inhibitors against 2019-nCoV coronavirus M protease from 

clinically approved medicines. J Genet Genomics 47:119–

121. https://doi.org/10.1016/j.jgg.2020.02.001 

 

7. Chan JF-W, To KK-W, Chen H, Yuen K-Y (2015) Cross-species transmission and emergence of 

novel viruses from birds. Curr Opin Virol 10:63–69. https://doi.org/10.1016/j.coviro.2015.01.006 

 

8. He J, Tao H, Yan Y et al (2020) Molecular mechanism of evolution and human infection with 

https://janolijournals.org/
https://doi.org/10.1016/S0140-6736(20)30184-7
https://doi.org/10.1016/j.bbi.2020.04.017
https://doi.org/10.7759/cureus.7352
https://doi.org/10.1016/j.jacc.2020.04.031
https://doi.org/10.1093/infdis/jiaa185
https://doi.org/10.1016/j.jgg.2020.02.001
https://doi.org/10.1016/j.coviro.2015.01.006


JANOLI International Journal of Applied Engineering and Management  

(A publication unit of Shanti Educational Research Foundation) 
 

 

 

Volume 1 (January – June 2024)     Issue 1    https://janolijournals.org/      Email: support@janolijournals.org 

 

Pa
ge

5 

SARS-CoV-2. Viruses 12:428. https://doi.org/10.3390/v12040428 

 

9. Guan W, Ni Z, Hu Y et al (2020) Clinical characteristics of coronavirus disease 2019 in China. N 

Engl J Med 382:1708–1720. https://doi.org/10.1056/NEJMoa2002032 

 

 

10. Yan R, Zhang Y, Li Y, et al (2020) Structural basis for the recognition of SARS-CoV-2 by full-

length human ACE2. Science (80- ) 367:1444–1448. https://doi.org/10.1126/science.abb2762 

 

11. Ji W, Wang W, Zhao X et al (2020) Cross-species transmission of the newly identified 

coronavirus 2019-nCoV. J Med Virol 92:433–440. https://doi.org/10.1002/jmv.25682 

 

12. Zumla A, Hui DS, Perlman S (2015) Middle East respiratory syndrome. Lancet 386:995–

1007. https://doi.org/10.1016/S0140-6736(15)60454-8 

 

 

13. Read R (2020) Flawed methods in “COVID-19: attacks the 1-beta chain of hemoglobin and 

captures the porphyrin to inhibit human heme 

metabolism.” https://doi.org/10.26434/chemrxiv.11938173 

 

14. Boccia S, Ricciardi W, Ioannidis JPA (2020) What other countries can learn from Italy during the 

COVID-19 pandemic. JAMA Intern Med 

180:927. https://doi.org/10.1001/jamainternmed.2020.1447 

 

15. Zhu N, Zhang D, Wang W et al (2020) A novel coronavirus from patients with pneumonia in 

China, 2019. N Engl J Med 382:727–733. https://doi.org/10.1056/nejmoa2001017 

 

16. Lu R, Zhao X, Li J et al (2020) Genomic characterisation and epidemiology of 2019 novel 

coronavirus: implications for virus origins and receptor binding. Lancet 395:565–

574. https://doi.org/10.1016/S0140-6736(20)30251-8 

 

17. Goh G, Dunker A, Foster J, Uversky V (2019) HIV vaccine mystery and viral shell disorder. 

Biomolecules 9:178. https://doi.org/10.3390/biom9050178 

 

18. Huang C, Wang Y, Li X et al (2020) Clinical features of patients infected with 2019 novel 

coronavirus in Wuhan, China. Lancet 395:497–506. https://doi.org/10.1016/S0140-

6736(20)30183-5 

 

19. Zhou P, Yang X Lou, Wang XG, et al (2020) Discovery of a novel coronavirus associated with 

the recent pneumonia outbreak in humans and its potential bat origin. 

bioRxiv.  https://doi.org/10.1101/2020.01.22.914952 

 

20. He J, Tao H, Yan Y, et al (2020) Molecular mechanism of evolution and human infection with 

https://janolijournals.org/
https://doi.org/10.3390/v12040428
https://doi.org/10.1056/NEJMoa2002032
https://doi.org/10.1126/science.abb2762
https://doi.org/10.1002/jmv.25682
https://doi.org/10.1016/S0140-6736(15)60454-8
https://doi.org/10.26434/chemrxiv.11938173
https://doi.org/10.1001/jamainternmed.2020.1447
https://doi.org/10.1056/nejmoa2001017
https://doi.org/10.1016/S0140-6736(20)30251-8
https://doi.org/10.3390/biom9050178
https://doi.org/10.1016/S0140-6736(20)30183-5
https://doi.org/10.1016/S0140-6736(20)30183-5
https://doi.org/10.1101/2020.01.22.914952


JANOLI International Journal of Applied Engineering and Management  

(A publication unit of Shanti Educational Research Foundation) 
 

 

 

Volume 1 (January – June 2024)     Issue 1    https://janolijournals.org/      Email: support@janolijournals.org 

 

Pa
ge

6 

the novel coronavirus (2019-nCoV). bioRxiv 

2020.02.17.952903. https://doi.org/10.1101/2020.02.17.952903 

 

21. Ding N, Zhao K, Lan Y et al (2017) Induction of atypical autophagy by porcine hemagglutinating 

encephalomyelitis virus contributes to viral replication. Front Cell Infect Microbiol 

7:56. https://doi.org/10.3389/fcimb.2017.00056 

 

22. Segars J, Katler Q, McQueen DB et al (2020) Prior and novel coronaviruses, coronavirus disease 

2019 (COVID-19), and human reproduction: what is known? Fertil Steril 113:1140–

1149. https://doi.org/10.1016/j.fertnstert.2020.04.025 

 

23. Xu X, Chen P, Wang J et al (2020) Evolution of the novel coronavirus from the ongoing Wuhan 

outbreak and modeling of its spike protein for risk of human transmission. Sci China Life Sci 

63:457– 460  

 

24. Farnoosh G, Alishiri G, Zijoud SRH, et al (2020) Understanding the severe acute respiratory 

syndrome coronavirus 2 (SARS-CoV-2) and coronavirus disease (COVID-19) based on available 

evidence - a narrative review. J Mil Med 22:1–11.   

 

25. Kearney JE (2020) Chloroquine as a potential treatment and prevention measure for the 2019 

novel coronavirus: a review. J Chem Inf Model 53, 

1689. https://doi.org/10.20944/preprints202003.0275.v1 

 

26. Li X, Geng M, Peng Y et al (2020) Molecular immune pathogenesis and diagnosis of COVID-19. 

J Pharm Anal 10:102–108. https://doi.org/10.1016/j.jpha.2020.03.001 

 

27. Gundlapally J, Kumar A, Kashyap A, et al (2020) In search of novel coronavirus 19 therapeutic 

targets. HELIX 10:01–08. https://doi.org/10.29042/2020-10-2-01-08 

 

28. Du L, Tai W, Zhou Y, Jiang S (2016) Vaccines for the prevention against the threat of MERS-

CoV. Expert Rev Vaccines 15:1123–1134. https://doi.org/10.1586/14760584.2016.1167603 

 

29. Yang Y, Lu Q, Liu M, et al (2020) Epidemiological and clinical features of the 2019 novel 

coronavirus outbreak in China. medrxiv. https://doi.org/10.1101/2020.02.10.20021675 

 

30. Ganji A, Farahani I, Khansarinejad B et al (2020) Increased expression of CD8 marker on T-cells 

in COVID-19 patients. Blood Cells, Mol Dis 

83:102437. https://doi.org/10.1016/j.bcmd.2020.102437 

 

31. Wan S, Yi Q, Fan S, et al (2020) Characteristics of lymphocyte subsets and cytokines in 

peripheral blood of 123 hospitalized patients with 2019 novel coronavirus pneumonia (NCP). 

medRxiv 2020.02.10.20021832. https://doi.org/10.1101/2020.02.10.20021832 

 

32. Ghazavi A, Ganji A, Khaki M, Mosayebi G (2018) Existential philosophy of the immune system: 

https://janolijournals.org/
https://doi.org/10.1101/2020.02.17.952903
https://doi.org/10.3389/fcimb.2017.00056
https://doi.org/10.1016/j.fertnstert.2020.04.025
https://doi.org/10.20944/preprints202003.0275.v1
https://doi.org/10.1016/j.jpha.2020.03.001
https://doi.org/10.29042/2020-10-2-01-08
https://doi.org/10.1586/14760584.2016.1167603
https://doi.org/10.1101/2020.02.10.20021675
https://doi.org/10.1016/j.bcmd.2020.102437
https://doi.org/10.1101/2020.02.10.20021832


JANOLI International Journal of Applied Engineering and Management  

(A publication unit of Shanti Educational Research Foundation) 
 

 

 

Volume 1 (January – June 2024)     Issue 1    https://janolijournals.org/      Email: support@janolijournals.org 

 

Pa
ge

7 

defense or homeostasis? HBI_Journals 21:110–120 

 

33. Wan Y, Shang J, Sun S et al (2020) Molecular mechanism for antibody-dependent enhancement 

of coronavirus entry. J Virol 94:e02015-e2019. https://doi.org/10.1128/JVI.02015-19 

 

34. Khaki M, Ghazavi A, Ghasami K, et al (2011) Evaluation of viral antibodies in Iranian multiple 

sclerosis patients. Neurosci J 16:224 LP – 228 

 

35. Sun J, He W-T, Wang L et al (2020) COVID-19: epidemiology, evolution, and cross-disciplinary 

perspectives. Trends Mol Med 26:483–495. https://doi.org/10.1016/j.molmed.2020.02.008 

 

36. Woo PCY, Huang Y, Lau SKP, Yuen K-Y (2010) Coronavirus genomics and bioinformatics 

analysis Viruses 2:1804–1820 

 

37. Wilson ME, Chen LH (2020) Travellers give wings to novel coronavirus (2019-nCoV). J Travel 

Med 27: https://doi.org/10.1093/jtm/taaa015 

 

38. Wu Z, McGoogan JM (2020) Characteristics of and important lessons from the coronavirus 

disease 2019 (COVID-19) outbreak in China. JAMA 

323:1239. https://doi.org/10.1001/jama.2020.2648 

 

39. Gralinski LE, Menachery VD (2020) Return of the coronavirus: 2019-nCoV. Viruses 12:135 

 

https://janolijournals.org/
https://doi.org/10.1128/JVI.02015-19
https://doi.org/10.1016/j.molmed.2020.02.008
https://doi.org/10.1093/jtm/taaa015
https://doi.org/10.1001/jama.2020.2648

